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Automated evaluation of chemical shift perturbation spectra: New approaches to quantitative analysis
of receptor-ligand interaction NMR spectra
C. Peng, S.W. Unger, F.V. Filipp, M. Sattler and S. Szalma 491–504

NMR spectroscopic filtration of polypeptides and proteins in complex mixtures
S. Rajagopalan, C. Chow, V. Raghunathan, C.G. Fry and S. Cavagnero 505–516

Alignment of chain-like molecules
M. Louhivuori, K. Fredriksson, K. Pääkkönen, P. Permi and A. Annila 517–524

Communication

Measurements of residual dipolar couplings in peptide inhibitors weakly aligned by transient binding
to peptide amyloid fibrils
Z. Chen and B. Reif 525–530

Letters to the Editor: New NMR assignments
1H, 15N, and 13C resonance assignments of calmodulin complexed with the calmodulin-binding do-
main of calcineurin
T.-H. Lin, J.-W. Huang, H.-b. Huang, Y.-c. Chen, C.-Y. Liu, C.-j. Lo, T.C. Tang and C.-L. Chyan 531–532
1H, 13C and 15N resonance assignments of the third spectrin repeat of α-actinin-4
K. Kowalski, A.L. Merkel and G.W. Booker 533–534

Backbone and side chain resonance assignments of domain III of the tick-borne Langat flavivirus
envelope protein
M. Mukherjee, K. Dutta, S.M. Pascal and R.O. Fox 535–536
1H, 13C and 15N backbone resonance assignments of matrilysin (MMP7) complexed with a sulfonam-
ide hydroxamate-type inhibitor
L. Ou, Q. Zhang, J. Ma, W. Wu, Z. Wang, F. Zhang, D. Ma and H. Wu 537–538
1H, 13C and 15N assignments of the tandem WW domains of human MAGI-1/BAP-1
Y. Kato, A. Akai, R. Suzuki, H. Hosokawa, H. Ninomiya, T. Masaki, K. Nagata and M. Tanokura 539–540
1H, 13C and 15N resonance assignment of Cu(I)-pseudoazurin from Alcaligenes faecalis S-6
A. Impagliazzo and M. Ubbink 541–542
1H, 13C, 15N resonance assignments of the cytokine LECT2
M. Ito, K. Nagata, F. Yumoto, S. Yamagoe, K. Suzuki, K. Adachi and M. Tanokura 543–544

Backbone resonance assignments of the 18.5 kDa isoform of murine myelin basic protein (MBP)
D.S. Libich, V.J. Robertson, M.M. Monette and G. Harauz 545–546
1H, 13C and 15N resonance assignments of human 5,10-methenyltetrahydrofolates synthetase
E.H. Copeland, I. Ekiel and M. Cygler 547–548



569

Resonance assignments for the 18 kDa protein CC1736 from Caulobacter crescentus
Y. Shen, H.S. Atreya, R. Xiao, T.B. Acton, R. Shastry, LC. Ma, G.T. Montelione and T. Szyperski 549–550
1H, 15N, and 13C chemical shift assignments of the Vibrio harveyi histidine phosphotransferase protein
LuxU
D.L. Ulrich, R. Thompson, B. Bassler, J. Cavanagh and J.P. Loria 551–552
1H, 15N and 13C resonance assignments of the apo Sm14-M20(C62V) protein, a mutant of Schistosoma
mansoni Sm14
T.A. Pertinhez, M.L. Sforça, A.C. Alves, C.R.R. Ramos, P.L. Ho, M. Tendler, N.I.T. Zanchin and A.
Spisni 553–554

Author Index 555–558

Keyword Index 559–562

Volume Contents 563–569




